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AC primers successfully amplified genomic 
DNA of A. cantonensis, A. costaricensis
and A. malaysiensis
No amplification detected for DNA of 
Ascaris suum, Ascaris lumbricoides, 
Toxocara canis, Anisakis simplex, 
Trichinella spiralis, and also Gnathostoma
spinigerum



Partial DNA sequences indicate that A. cantonensis
is a sister group to A. malaysiensis
The two species are clearly separated but are 
closer related than to A. costaricensis
No clear distinction between the A. 
cantonensis from 4 different geographical 
isolates (Thailand, China, Japan and Hawaii)
They are represented by a great diversity of 
haplotypes, indicating both inter- and intra-
population variation



Haplotype diversity



A. malaysiensis A. costaricensis
A. cantonensis 1.70 – 4.08        3.77 – 5.77
A. malaysiensis 5.10



The distinction of A. cantonensis, A. 
malaysiensis and A. costaricensis is reflected in 
the DNA sequences of ITS-2 and SSU rRNA
sequences
No clear distinction between the A. 
cantonensis from different geographical 
isolates 



Clear distinction of A. cantonensis, A. 
malaysiensis and A. costaricensis (as well as A. 
vasorum) is reflected in the DNA sequences of 
COI
A. cantonensis samples from different 
geographical localities form distinct clusters in 
the maximum likelihood (ML), maximum 
parsimony (MP), neighbor-joining (NJ) and 
Bayesian inference (BI) trees



Sample China Hawaii
AC_C_M2, China
AC_H_M1, Hawaii 0.83
AC_T_F2, Thailand 3.61 3.61
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Useful and suitable for:
differentiating closely related species               

(e.g. A. cantonensis and A. malaysiensis)
differentiating geographical isolates of differentiating geographical isolates of A. A. 

cantonensiscantonensis
determining the phylogenetic relationship of 

A. A. cantonensiscantonensis, , A. A. costaricensiscostaricensis, , 
A. A. malaysiensismalaysiensis and and A. A. vasorumvasorum
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